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Molekuláris kapcsolók és hálózatok: a rendszerbiológia elemei

Kulcsszavak: kapcsolók
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Kulcsszavak: kapcsolók és modulok

Molekuláris kapcsolók és hálózatok: a rendszerbiológia elemei

Moduláris egység: együttes expresszió
Transzkripció

 
szintű

 
szabályozás

RNS szintű
 

szabályozás



miRNS
 

analízis

•
 

miRNS: kis 19-25 nukleotid
 

hosszú
 

egyszálú
 

RNS molekulák, amelyek a 
génexpresszió

 
negatív szabályozásában játszanak szerepet

•
 

a sejtmagban keletkeznek hosszú
 

prekurzor
 

RNSként: pri-miR

•
 

emberben számuk meghaladja az ezret -> minden miRNS
 

több száz mRNS
 transzkripcióját szabályozza

•
 

méretük és a nagyfokú
 

szekvencia konzerváció
 

(1-2 nukleotid
 

eltérés) miatt 
detektálásuk nehéz

•
 

megváltozott miRNS
 

expresszió
 

számos betegség kulcsa 

lehet -> target: rák, szív és érrendszeri megbetegedések



Génhálózatok, skála-független tulajdonság, redundancia és érzékenység
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betegségek

sejtosztódás,
differenciáció, sejthalál

Funkcionális genomika
 

lényege

G
T

P

G T
P

funkciók
felderítése

Minőségi és 
mennyiségi 
változások

szövet, szerv szint

sejt szint



Sejtek OrganizmusokSzervek Közösségek
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Microarray
 

technológiák 
a funkcionális genomikában



macroarray

•nylon membránon néhány 100 
génspecifikus

 
minta (DNS darab)

•radioaktív jelölés
•kis minta sűrűség 

(100-1000 pont/cm2)

microarray

•üveglemezen több 
10.000-100.000 génspecifikus

 
minta

(DNS darab)
•fluoreszcens jelölés

•közepes mintasűrűség
(5000

 
pont/cm2)

chip

•üveglemezen több 
100.000-1.000.000 génspecifikus

minta (DNS darab) 
•fluoreszcens jelölés
•nagy minta sűrűség

(10.000pont/cm2)

A csipek
 

hordozó
 

szerinti osztályozása



cDNS
 

klón és/vagy
DNS szekvencia

Makroarray
Mikroarray Chip

nyomtatás

adatfeldolgozás, bioinformatika, génműködésre vonatkozó
információk értékelése

Egy csipkísérlet
 

általános lépései

Hibridizálás, fehérje-ellenanyag
kölcsönhatás

néhány 100,
vagy több 1.000,

100.000 gén, fehérje
jelölt minta

X

biológiai
 

minta 
szövetből,

sejtkultúrából

RNS, DNS,
fehérje
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DNS-chipek/DNS-microarrayek
készítése
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Genomics.BRC, Szeged
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Mouse-I

Rat-I
DNS-chip

DNA-chip Lab.BRC, Szeged



Oligonukleotid
 

alapú
 

chip készítése
in

 
situ szintézis
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DNADNA--chip Lab.BRC, Szegedchip Lab.BRC, Szeged

Affymetrix



inkjet-printed microarrays
(e.g. Agilent)

maskless
 

array synthesizer
(e.g. Nimblegen)

Alternatív technológiák oligonukleotid 
DNS-chipek gyártására



acgctcgactacgactactactgactacgact
acgactcacgctcgacgactacgactagcat
cagcatcgactccgcgcacatcagctactatt
ctactgacgagctacgcgcagcagcggagc
atctactactctgacgagctattcagctactcta
NCBI: over 10.000 uncurated

 
sequences

CarpBase: over 15.000 expressed
sequence

 
tags

 
(ESTs)

homology
 

search
 

Blast

sequence
 

comparisons

EST contig
 

construction

15.000 cured
 

ESTs,
functional

 
groups,

gene
 

families,
annotation

CARP Gene
 

database
 

& bioinformatics
 

tools
 for

 
microarray

 
selection

Probe
 

Design
15.000 gene-specific

oligonucleotide
 

sequences

DNA-microarray
 

construction



Ponty DNS-microarray
 

formátum

Analysis
 

of
8 carps

 
in

1 microarray
experiment
15.000 gene
analysis
each
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of Functional

 

Genomics.BRC, HAKI, Szarvas

Szelénium
 

hiány

hipoxia
 

stressz

Zsúfoltsági teszt

Sample
 

collection
 

(gill, blood, liver)
RNA preservation

transportation
RNA preparation

cDNA
 

conversion
(banking for

 
future

 
studies)

DNA-microarray
HTS-QRT-PCR

Különböző
 

stressznek kitett pontyok (vér, máj, kopolytú) 
génexpressziós

 
vizsgálata



Rövidtávú
 

és
Hosszútávú

 
hatások

sejtszintű
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Fiziológiás változások
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Health Disease



szinaptikus
 

plaszticitás
citoszkeleton
jelátviteli

 

folyamatok
energia

 

metabolizmus
membrán

 

asszociáció
ioncsatorna képzés
transzkripciós faktorok

Génexpressziós
 

változások

N-3 politelítetlen
 

zsírsavakat tartalmazó
 

diéta 
hatásának vizsgálata cDNS-chip

 
technológiával  

kontroll

RNS

cDNS

halolajjal
etetett

patkány
 

cDNS-chip
3200 génspecifikus

 
minta

6400 mintapont

Pozitív hatás a 
mentális 

funkciókra,
Tanulás,
memória



Jelátviteli folyamatok

 

(Erk-2 kinase, ryk-related, Janus prot. Tyk 1)
Szerkezeti

 

fehérjék

 

(tubulin, fibronectin)
Fehérje metabolizmus

 

(proteasomal subunits, ubiquitin proteins)
Sejt túlélés, apoptózis

 

(midkine, stress-inducible protein)
Szinaptikus

 

plaszticitás, növekedési faktorok, Ca-háztartás
(follistatin-like protein, basic fibroblast growth factor, pleiotrophin)

GGéénexpresszinexpresszióóss
 

vvááltozltozáásoksok

Antidepresszánsok hatásának vizsgálata DNS-
 

chip 
technológiával patkány agyban 

kontroll

RNS

cDNS

patkány

 

cDNS-chip
3200 génspecifikus

 

minta
6400 mintapont

temporális agykéreg

LEHETLEHETŐŐSSÉÉGEKGEK
Hatásmechanizmus, kinetika

(akut és krónikus kezelések) terápiás-toxikus dózis
potenciális gyógyszerek, gyógyszercélpontok felderítése

kezelt 
haloperidol,
riszperidon

Feher

 

LZ, Kalman

 

J, Puskas

 

LG et al. (2005) Neurochem. Int. 47,

 

271.



Genomi átrendeződések és 
változások vizsgálata 

csiptechnikával



Pontmutációk
 

(SNP) detektálása
•Oligonukleotid

alapú
 

chipek
•egy nukleotid

 eltérés
azonosítása

DNS

Jelölt
DNS

hibridizáció

mosás

detektálás

Adat analízis
1. SNP:

 
3. pozíció

 
A-C

2. SNP: 2. pozíció
 

C-T
DNA-chip Lab.BRC, Szeged

CCATGG
Vad típus

CCCTGG
Mutáns

GCTACC
Vad típus

GTTACC
Mutáns
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Komplementer
 

1 mutáció
 

2 mutáció
 

3 mutáció

Mutációk detektálásának specificitása
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Fajmeghatározás mitokondriális
cytB

 
polimorfizmus alapján

Horse
Dog
Cat

Deer
Pig

cattle

Mouse
Rat

Chicken

Borz
rabbit
Human

DNS-chip Labor, BRC.

Fully

 

complementary

Mismatch

wash

++
--



Genomszintű
 

változások,
kromoszóma rendellenességek,

amplifikációk, deléciók
 

detektálása

DNS

PCRPCR

Paraffinba ágyazott minták
normnormáál        daganatl        daganat

Génátrendeződési

 

arányok
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Tüdő
 

génarány agy génarány

Metasztázisok, tumorok, multiplex tumorok jellemzése, igazolása





CGH nagyfelbontású
 

(385K) teljes 
genom array-vel

Pajzsmirigy tumor

Nő
 

vs. férfi
 

gDNS

Lo
g 2

ra
tio

1 and 2 copy gains

Lo
g 2

ra
tio

Chromosomes 1-22, X, Y



Variation in 
copy 

number 
mapping to 

chr
 

17

ERBB2 (HER2) oncogene
GRB7 
MLN64



Párhuzamos mRNS
 

szint vizsgálat

• 117 high level DNA 
amplifications (91 
different genes)

• 62% (54 genes) found 
associated with at least 
moderately elevated 
mRNA

• 12/54 genes are 
oncogenes or candidates

• 42% (36 genes) found 
associated with highly 
elevated mRNA.



Egyedi genomi eltérések detektálása?

Újgenerációs szekvenálási
 

stratégiák



Átfogó
 

fehérjekifejeződés és 
fehérjemódosítások vizsgálata 

fehérjecsip
 

technikával



Fehérje-chipek
 

-
 

eltérően
 

kifejeződő
vagy

 
módosított

 
fehérjék

 
azonosítására

KezeltKezeletlen,
kontroll

Egyes fehérjékre, 
fehérjecsaládokra összpontosít

Antitestek, amelyekAntitestek, amelyek
a jela jeláátviteli tviteli éés egys egyééb b 

folyamatokbanfolyamatokban
rréésztvevsztvevőő

 
fehfehéérjrjééket ismeri felket ismeri fel

MTA SZBK, Funkcionális Genomika

 

Laboratórium

Cell stress
Ca associated

Cell cycle/nuclear

Cell cycle

Apoptosis

Neurobiology
Cytoskeleton

Signal transduction Cell stress
Ca associated

Cell cycle/nuclear

Cell cycle

Apoptosis

Neurobiology
Cytoskeleton

Signal transduction

„bár ígéretes technológia,
mégsem annyira megalapozott,
mint a DNS-csip módszer”



Tüdőtumor
 

fehérjecsipes
 vizsgálata
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cdk5

Caspase

 

7

chk1

HSP90

Adaptin

cdc26

CyclinE

Synaptotagmin

Caspase11

Nicastrin
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High level

Low level

100ng/ml

30ng/ml

3ng/ml

Specificitás és érzékenység meghatározása
 

Caspase
 

9

buffer



Chip kísérletek adatanalízise
elemzések, 

bioinformatikai
 

megoldások



LLéézer szkennerzer szkenner
Cy5Cy5

LLéézer szkennerzer szkenner
Cy3Cy3

kontroll minta (egészséges, 
kezeletlen) 

sejt vagy szövet

Cy5 Cy5 dCTPdCTP

beteg, gyógyszerrel kezelt, 
különböző

 

környezeti 
hatásoknak kitett 
sejt vagy szövet

jelölt
 

cDNSjelölt
 

cDNS

Cy3 Cy3 dCTPdCTP

Képanalízis



DNS-chipek  képanalízise
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1. Informatikai feladat: NORMALIZÁCIÓ



Globális és Lowess
 

normalizációk



Az adatok komplexitása és információtömegeSpotlabel

Median of R

1919H 
felnőtt 

tumor/újs
zülött 
tumor Median of R

1919H 
újszülött 
tumor/újs

zülött 
áttét (3/4) Median of R

3.1 pool 
sejtkultúr
a/felnőtt  
tumor 
(1/2) Median of R

3.1 pool 
felnőtt 

tumor/újs
zülött 
tumor Median of R

3.1 pool 
újszülött 
tumor/újs

zülött 
áttét (3/4)

Plate 
code Clone name Accesion 

No.

2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492

43 0,501 1,089325 1,473 0,405022 1,864 0,975 H48/50 CD1b antigen (thymocyte antigen) M28826
1372 0,773 1,697793 0,514 0,706714 0,661 H54/37 CD1c antigen (thymocyte antigen) M28827
2146 0,229 0,543183 0,512 1,872659 0,931 H4/10 CD34 antigen (hemopoietic progenitor cell antigen) S53911
1562 0,169 1,126126 0,492 4,237288 0,669 H55/71 CD3E antigen, epsilon polypeptide (TiT3 complex) M23323
2253 0,296 17,24138 0,472 5,102041 2,097 H3/34 CD3G antigen, gamma polypeptide (TiT3 complex) X04145
2602 0,362 0,925926 0,331 4,504505 1,428 H13/42 CD40 antigen ligand (hyper IgM syndrome) D31797
1389 0,608 1,074114 0,507 1,658375 0,745 H54/61 CD44 antigen (cell adhesion molecule) L05424
2355 0,852 0,965251 0,583 0,847458 0,749 H5/43 CD47 antigen (Rh-related antigen, integrin-associated X69398
2256 0,772 1,104972 0,863 0,692521 0,585 H3/38 CD48 antigen (B-cell membrane protein) M37766
2014 1,024 1,257862 0,449 1,364256 0,496 H26/60 CD53 antigen M37033

18 0,331 1,426534 0,328 15,15152 0,688 H48/21 CD58 antigen, (lymphocyte function-associated antige Y00636
1251 1,261 1,148106 1,28588 0,536 1,694915 1,25 H45/4 CD63 antigen (melanoma 1 antigen) X62654
3150 0,994 0,640615 0,224 1,666667 0,737 H17/60 CD68 antigen S57235
2266 1,293 1,081081 0,378 1,31406 1,656 H3/48 CD72 antigen M54992
2286 1,241 0,94518 1,216201 0,98 0,783439 0,754717 1,415061 1,302 H3/68 CDC28 protein kinase 2 X54942
2131 0,586 2,314815 0,945 0,680272 2,444 H2/91 CDC46 HOMOLOG X74795
1619 0,862 1,096491 0,867 0,851789 1,569 H11/43 Cell division cycle 2, G1 to S and G2 to M X05360
1905 0,087 0,816993 0,456 0,49554 1,071 H9/12 Cell division cycle 25A M81933
2571 0,719 0,673854 0,759 1,017294 3,584 H7/89 Cell division cycle 27 S78234
2006 0,995 0,892061 0,589 0,672043 0,586 H26/52 Cell division cycle 42 (GTP-binding protein, 25kD) L10844
1980 1,034 0,963391 0,528 0,780031 0,579 H26/26 Cellular retinoic acid-binding protein 2 M97815
3122 0,81 0,992063 0,621 1,322751 0,262 H17/36 Cellular retinol-binding protein M11433
1741 1,312 0,530786 1,347 0,851064 0,864 H10/6 Cerebellar degeneration-related protein (62kD) M63256
2325 1,538 0,593472 0,299 0,869565 1,3 H5/11 CEREBELLIN 1 PRECURSOR M58583
1918 2,444 0,702741 0,127 0,388954 1,552 H9/30 Chloride channel 4 X77197
1853 0,244 1,686341 1,264 2,252252 1,608 H1/47 Chloride channel 5 X91906
2263 0,805 3,891051 0,748 0,468165 1,062 H3/45 Cholesteryl ester transfer protein, plasma M30185
2081 0,117 1,386963 0,405 1,006036 0,287 H2/37 Chromosome 22q13 BAC Clone CIT987SK-384D8 co U62317
1962 0,119 2,739726 0,773 1,582278 0,285 H26/6 Chromosome condensation 1 X12654
1772 1,21 1,261034 0,345 1,234568 0,735 H10/49 Ciliary neurotrophic factor S72921

58 0,175 0,882613 0,327 1,838235 0,133 H48/66 Clathrin light chain A M20471
2370 0,707 0,481232 0,378 2,86533 0,733 H5/59 Clathrin-associated/assembly/adaptor protein, large, b M34175
2070 0,126 2,557545 0,89 2,325581 0,131 H2/25 Coagulation factor V M16967
1514 0,505 0,426439 0,945 0,8 0,912 H55/17 COAGULATION FACTOR X PRECURSOR L29433

8 1,294 0,783085 0,707 0,853242 0,679 H48/10 Coagulation factor XII (Hageman factor) M31315
1701 0,182 2,666667 0,516 1,73913 0,261 H12/59 COATOMER BETA' SUBUNIT X70476
2160 1,026 1,034126 0,977 2,03252 0,986 H4/24 Collagen, type IV, alpha 2 M59217
2136 1,075 1,459854 0,907 0,59988 1,29 H2/96 Collagen, type IV, alpha 6 D21337
1847 0,862 1,108647 0,042 0,987167 1,092 H1/41 Collagen, type IX, alpha 2 M95610
2141 0,132 8,196721 0,326 0,66313 0,996 H4/5 Collapsin response mediator protein 1 D78012
1608 0,873 0,637755 1,433 0,291971 1,22 H11/27 COMPLEMENT C3 PRECURSOR K02765
2478 0,176 1,41844 0,275 3,205128 0,983 H6/87 Complement component 7 J03507
2084 0,99 2,932551 0,519 0,417188 0,736 H2/40 Complement component C2 L09708
2513 0,797 0,668896 0,39 1,77305 0,725 H7/27 Complement component C5 M57729
2257 0,348 0,851064 0,391 2,915452 0,161 H3/39 Complement component C8 gamma subunit U08198
1344 1,107 0,859845 0,88 0,68306 0,82 H54/4 Core-binding factor, beta subunit L20298
2242 0,138 1,259446 0,213 3,690037 0,585 H3/22 CORTICOTROPIN RELEASING FACTOR RECEPTOL23333
2222 0,462 0,744048 0,523 4,901961 0,558 H4/96 Cut (Drosophila)-like 1 (CCAAT displacement protein) M74099
1435 1,113 0,615385 2,113 0,634115 1,296 H56/27 Cyclic nucleotide gated channel (photoreceptor), cGM S42457

673 0,985 0,838926 1,111 0,62383 0,503 H19X/37 Cyclin E M74093
2654 0,485 1,650165 0,55 0,668896 0,537 H15/34 Cyclin-dependent kinase inhibitor 2A (melanoma, p16,U26727
2168 1,132 1,026694 0,492 1,164144 2,499 H4/33 Cysteine dioxygenase, type 1 Z31357
2186 0,948 0,944287 3,816 0,971817 1,637 H4/52 CYSTEINE-RICH PROTEIN M33146
2299 3,028 1,987667 0,354862 0,400577 1,468 0,611621 3,962 1,712381 H3/81 Cysteinyl-tRNA synthetase L06845
2368 0,504 1,206273 0,943 0,166917 1,105 H5/57 Cystic fibrosis conductance regulator M55131
1903 1,225 0,846024 0,775 1,285347 0,716 H9/8 Cytidine deaminase L27943
2688 1,136 0,634921 0,789904 0,663 0,37594 0,815 H15/88 CYTOCHROME C OXIDASE POLYPEPTIDE VIC PR X13238

84 1,574 1,6 1,637436 0,637 1,043841 0,724 H48/93 Cytochrome c oxidase subunit VIIb Z14244
2414 0,295 1,666667 0,486 1,308901 1,193 H6/13 Cytochrome c oxidase VIIc subunit X16560
1357 1,06 0,604595 0,442 0,618429 1,885 H54/20 Cytochrome P450 IB1 (dioxin-inducible) U03688
1362 1 0,508647 0,518 2,277904 1,643 H54/27 CYTOCHROME P450 IVB1 X16699
1669 0,176 1,392758 1,098 0,724113 1,363 H12/16 Cytochrome P450, subfamily I (aromatic compound-in K03191
2473 0,239 1,010101 0,313 0,302939 0,804 H6/81 Cytochrome P450, subfamily IIC (mephenytoin 4-hydroM61853
2577 0,946 1,106195 0,283 1,228501 1,459 H13/5 Cytochrome P450, subfamily IIJ (arachidonic acid epo U37143
2239 0,723 1,088139 0,872 0,951475 1,348 H3/19 Cytochrome P450, subfamily XIA (cholesterol side chaM14565
1818 0,25 0,609013 0,476 0,90009 0,314 H1/9 Cytoplasmic protein-tyrosine kinase Bmx AF045459
2524 1,022 1,101322 1,201 1,17096 0,468 H7/38 Damage-specific DNA binding protein 1 (127 kD) U32986
1937 1,073 1,432665 0,398 4,405286 1,348 H9/58 Damage-specific DNA binding protein 2 (48 kD) U18300

390 1,296 22,22222 0,392 2,583979 0,383 H46/60 D-amino-acid oxidase X13227
2317 0,073 0,918274 0,482 1,897533 1,67 H5/3 Decay accelerating factor for complement (CD55, Cro M30142
2595 0,692 0,719424 1,251 0,853242 0,715 H13/33 Decorin M14219
1970 0,957 1,315789 1,246214 0,531 0,473037 1,756 H26/14 DEFENDER AGAINST CELL DEATH 1 D15057

74 0,184 0,923361 1,096742 0,651 0,419287 0,551 H48/83 DEOXYRIBONUCLEASE I PRECURSOR M55983
1758 0,36 1,153403 0,593 6,849315 1,652 H10/30 Desmoglein 2 Z26317
2525 0,684 3,257329 1,095 3,215434 1,592 H7/39 Diacylglycerol kinase, alpha (80kD) X62535

61 0,705 0,844595 0,695 0,70922 1,263 H48/69 Dihydrofolate reductase J00140
1709 0,37 2,178649 0,568 0,825764 1,446 H12/68 Dihydrolipoamide dehydrogenase (E3 component of p L13761

630 0,273 1,015228 0,809 1,081081 0,135 H42/87 Dihydrolipoamide S-acetyltransferase (E2 component U82328
2632 0,579 0,718907 0,618 0,547645 0,312 H13/94 DIHYDROPRYRIDINE-SENSITIVE L-TYPE, SKELETAL07738
1848 1,148 1,644737 0,655 0,74184 0,48 H1/42 Dihydropyrimidine dehydrogenase U20938
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-asso BC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511
377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825

2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040
713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183

2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540
708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778

3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031
617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683

2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928
700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010

2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609
615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502

2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementatU82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811
414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207

2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801
674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326

1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528
635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176

1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217
690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304

2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492

43 0,501 1,089325 1,473 0,405022 1,864 0,975 H48/50 CD1b antigen (thymocyte antigen) M28826
1372 0,773 1,697793 0,514 0,706714 0,661 H54/37 CD1c antigen (thymocyte antigen) M28827
2146 0,229 0,543183 0,512 1,872659 0,931 H4/10 CD34 antigen (hemopoietic progenitor cell antigen) S53911
1562 0,169 1,126126 0,492 4,237288 0,669 H55/71 CD3E antigen, epsilon polypeptide (TiT3 complex) M23323
2253 0,296 17,24138 0,472 5,102041 2,097 H3/34 CD3G antigen, gamma polypeptide (TiT3 complex) X04145
2602 0,362 0,925926 0,331 4,504505 1,428 H13/42 CD40 antigen ligand (hyper IgM syndrome) D31797
1389 0,608 1,074114 0,507 1,658375 0,745 H54/61 CD44 antigen (cell adhesion molecule) L05424
2355 0,852 0,965251 0,583 0,847458 0,749 H5/43 CD47 antigen (Rh-related antigen, integrin-associated X69398
2256 0,772 1,104972 0,863 0,692521 0,585 H3/38 CD48 antigen (B-cell membrane protein) M37766
2014 1,024 1,257862 0,449 1,364256 0,496 H26/60 CD53 antigen M37033

18 0,331 1,426534 0,328 15,15152 0,688 H48/21 CD58 antigen, (lymphocyte function-associated antige Y00636
1251 1,261 1,148106 1,28588 0,536 1,694915 1,25 H45/4 CD63 antigen (melanoma 1 antigen) X62654
3150 0,994 0,640615 0,224 1,666667 0,737 H17/60 CD68 antigen S57235
2266 1,293 1,081081 0,378 1,31406 1,656 H3/48 CD72 antigen M54992
2286 1,241 0,94518 1,216201 0,98 0,783439 0,754717 1,415061 1,302 H3/68 CDC28 protein kinase 2 X54942
2131 0,586 2,314815 0,945 0,680272 2,444 H2/91 CDC46 HOMOLOG X74795
1619 0,862 1,096491 0,867 0,851789 1,569 H11/43 Cell division cycle 2, G1 to S and G2 to M X05360
1905 0,087 0,816993 0,456 0,49554 1,071 H9/12 Cell division cycle 25A M81933
2571 0,719 0,673854 0,759 1,017294 3,584 H7/89 Cell division cycle 27 S78234
2006 0,995 0,892061 0,589 0,672043 0,586 H26/52 Cell division cycle 42 (GTP-binding protein, 25kD) L10844
1980 1,034 0,963391 0,528 0,780031 0,579 H26/26 Cellular retinoic acid-binding protein 2 M97815
3122 0,81 0,992063 0,621 1,322751 0,262 H17/36 Cellular retinol-binding protein M11433
1741 1,312 0,530786 1,347 0,851064 0,864 H10/6 Cerebellar degeneration-related protein (62kD) M63256
2325 1,538 0,593472 0,299 0,869565 1,3 H5/11 CEREBELLIN 1 PRECURSOR M58583
1918 2,444 0,702741 0,127 0,388954 1,552 H9/30 Chloride channel 4 X77197
1853 0,244 1,686341 1,264 2,252252 1,608 H1/47 Chloride channel 5 X91906
2263 0,805 3,891051 0,748 0,468165 1,062 H3/45 Cholesteryl ester transfer protein, plasma M30185
2081 0,117 1,386963 0,405 1,006036 0,287 H2/37 Chromosome 22q13 BAC Clone CIT987SK-384D8 co U62317
1962 0,119 2,739726 0,773 1,582278 0,285 H26/6 Chromosome condensation 1 X12654
1772 1,21 1,261034 0,345 1,234568 0,735 H10/49 Ciliary neurotrophic factor S72921

58 0,175 0,882613 0,327 1,838235 0,133 H48/66 Clathrin light chain A M20471
2370 0,707 0,481232 0,378 2,86533 0,733 H5/59 Clathrin-associated/assembly/adaptor protein, large, b M34175
2070 0,126 2,557545 0,89 2,325581 0,131 H2/25 Coagulation factor V M16967
1514 0,505 0,426439 0,945 0,8 0,912 H55/17 COAGULATION FACTOR X PRECURSOR L29433

8 1,294 0,783085 0,707 0,853242 0,679 H48/10 Coagulation factor XII (Hageman factor) M31315
1701 0,182 2,666667 0,516 1,73913 0,261 H12/59 COATOMER BETA' SUBUNIT X70476
2160 1,026 1,034126 0,977 2,03252 0,986 H4/24 Collagen, type IV, alpha 2 M59217
2136 1,075 1,459854 0,907 0,59988 1,29 H2/96 Collagen, type IV, alpha 6 D21337
1847 0,862 1,108647 0,042 0,987167 1,092 H1/41 Collagen, type IX, alpha 2 M95610
2141 0,132 8,196721 0,326 0,66313 0,996 H4/5 Collapsin response mediator protein 1 D78012
1608 0,873 0,637755 1,433 0,291971 1,22 H11/27 COMPLEMENT C3 PRECURSOR K02765
2478 0,176 1,41844 0,275 3,205128 0,983 H6/87 Complement component 7 J03507
2084 0,99 2,932551 0,519 0,417188 0,736 H2/40 Complement component C2 L09708
2513 0,797 0,668896 0,39 1,77305 0,725 H7/27 Complement component C5 M57729
2257 0,348 0,851064 0,391 2,915452 0,161 H3/39 Complement component C8 gamma subunit U08198
1344 1,107 0,859845 0,88 0,68306 0,82 H54/4 Core-binding factor, beta subunit L20298
2242 0,138 1,259446 0,213 3,690037 0,585 H3/22 CORTICOTROPIN RELEASING FACTOR RECEPTOL23333
2222 0,462 0,744048 0,523 4,901961 0,558 H4/96 Cut (Drosophila)-like 1 (CCAAT displacement protein) M74099
1435 1,113 0,615385 2,113 0,634115 1,296 H56/27 Cyclic nucleotide gated channel (photoreceptor), cGM S42457
673 0,985 0,838926 1,111 0,62383 0,503 H19X/37 Cyclin E M74093

2654 0,485 1,650165 0,55 0,668896 0,537 H15/34 Cyclin-dependent kinase inhibitor 2A (melanoma, p16,U26727
2168 1,132 1,026694 0,492 1,164144 2,499 H4/33 Cysteine dioxygenase, type 1 Z31357
2186 0,948 0,944287 3,816 0,971817 1,637 H4/52 CYSTEINE-RICH PROTEIN M33146
2299 3,028 1,987667 0,354862 0,400577 1,468 0,611621 3,962 1,712381 H3/81 Cysteinyl-tRNA synthetase L06845
2368 0,504 1,206273 0,943 0,166917 1,105 H5/57 Cystic fibrosis conductance regulator M55131
1903 1,225 0,846024 0,775 1,285347 0,716 H9/8 Cytidine deaminase L27943
2688 1,136 0,634921 0,789904 0,663 0,37594 0,815 H15/88 CYTOCHROME C OXIDASE POLYPEPTIDE VIC PREX13238

84 1,574 1,6 1,637436 0,637 1,043841 0,724 H48/93 Cytochrome c oxidase subunit VIIb Z14244
2414 0,295 1,666667 0,486 1,308901 1,193 H6/13 Cytochrome c oxidase VIIc subunit X16560
1357 1,06 0,604595 0,442 0,618429 1,885 H54/20 Cytochrome P450 IB1 (dioxin-inducible) U03688
1362 1 0,508647 0,518 2,277904 1,643 H54/27 CYTOCHROME P450 IVB1 X16699
1669 0,176 1,392758 1,098 0,724113 1,363 H12/16 Cytochrome P450, subfamily I (aromatic compound-in K03191
2473 0,239 1,010101 0,313 0,302939 0,804 H6/81 Cytochrome P450, subfamily IIC (mephenytoin 4-hydroM61853
2577 0,946 1,106195 0,283 1,228501 1,459 H13/5 Cytochrome P450, subfamily IIJ (arachidonic acid epo U37143
2239 0,723 1,088139 0,872 0,951475 1,348 H3/19 Cytochrome P450, subfamily XIA (cholesterol side chaM14565
1818 0,25 0,609013 0,476 0,90009 0,314 H1/9 Cytoplasmic protein-tyrosine kinase Bmx AF045459
2524 1,022 1,101322 1,201 1,17096 0,468 H7/38 Damage-specific DNA binding protein 1 (127 kD) U32986
1937 1,073 1,432665 0,398 4,405286 1,348 H9/58 Damage-specific DNA binding protein 2 (48 kD) U18300
390 1,296 22,22222 0,392 2,583979 0,383 H46/60 D-amino-acid oxidase X13227

2317 0,073 0,918274 0,482 1,897533 1,67 H5/3 Decay accelerating factor for complement (CD55, Cro M30142
2595 0,692 0,719424 1,251 0,853242 0,715 H13/33 Decorin M14219
1970 0,957 1,315789 1,246214 0,531 0,473037 1,756 H26/14 DEFENDER AGAINST CELL DEATH 1 D15057

74 0,184 0,923361 1,096742 0,651 0,419287 0,551 H48/83 DEOXYRIBONUCLEASE I PRECURSOR M55983
1758 0,36 1,153403 0,593 6,849315 1,652 H10/30 Desmoglein 2 Z26317
2525 0,684 3,257329 1,095 3,215434 1,592 H7/39 Diacylglycerol kinase, alpha (80kD) X62535

61 0,705 0,844595 0,695 0,70922 1,263 H48/69 Dihydrofolate reductase J00140
1709 0,37 2,178649 0,568 0,825764 1,446 H12/68 Dihydrolipoamide dehydrogenase (E3 component of p L13761
630 0,273 1,015228 0,809 1,081081 0,135 H42/87 Dihydrolipoamide S-acetyltransferase (E2 component U82328

2632 0,579 0,718907 0,618 0,547645 0,312 H13/94 DIHYDROPRYRIDINE-SENSITIVE L-TYPE, SKELETAL07738
1848 1,148 1,644737 0,655 0,74184 0,48 H1/42 Dihydropyrimidine dehydrogenase U20938
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63  DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511
377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825

2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040
713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183

2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540
708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778

3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031
617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683

2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928
700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010

2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609
615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502

2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811
414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207

2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801
674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326

1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528
635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176

1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217
690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304

2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492

43 0,501 1,089325 1,473 0,405022 1,864 0,975 H48/50 CD1b antigen (thymocyte antigen) M28826
1372 0,773 1,697793 0,514 0,706714 0,661 H54/37 CD1c antigen (thymocyte antigen) M28827
2146 0,229 0,543183 0,512 1,872659 0,931 H4/10 CD34 antigen (hemopoietic progenitor cell antigen) S53911
1562 0,169 1,126126 0,492 4,237288 0,669 H55/71 CD3E antigen, epsilon polypeptide (TiT3 complex) M23323
2253 0,296 17,24138 0,472 5,102041 2,097 H3/34 CD3G antigen, gamma polypeptide (TiT3 complex) X04145
2602 0,362 0,925926 0,331 4,504505 1,428 H13/42 CD40 antigen ligand (hyper IgM syndrome) D31797
1389 0,608 1,074114 0,507 1,658375 0,745 H54/61 CD44 antigen (cell adhesion molecule) L05424
2355 0,852 0,965251 0,583 0,847458 0,749 H5/43 CD47 antigen (Rh-related antigen, integrin-associated X69398
2256 0,772 1,104972 0,863 0,692521 0,585 H3/38 CD48 antigen (B-cell membrane protein) M37766
2014 1,024 1,257862 0,449 1,364256 0,496 H26/60 CD53 antigen M37033

18 0,331 1,426534 0,328 15,15152 0,688 H48/21 CD58 antigen, (lymphocyte function-associated antige Y00636
1251 1,261 1,148106 1,28588 0,536 1,694915 1,25 H45/4 CD63 antigen (melanoma 1 antigen) X62654
3150 0,994 0,640615 0,224 1,666667 0,737 H17/60 CD68 antigen S57235
2266 1,293 1,081081 0,378 1,31406 1,656 H3/48 CD72 antigen M54992
2286 1,241 0,94518 1,216201 0,98 0,783439 0,754717 1,415061 1,302 H3/68 CDC28 protein kinase 2 X54942
2131 0,586 2,314815 0,945 0,680272 2,444 H2/91 CDC46 HOMOLOG X74795
1619 0,862 1,096491 0,867 0,851789 1,569 H11/43 Cell division cycle 2, G1 to S and G2 to M X05360
1905 0,087 0,816993 0,456 0,49554 1,071 H9/12 Cell division cycle 25A M81933
2571 0,719 0,673854 0,759 1,017294 3,584 H7/89 Cell division cycle 27 S78234
2006 0,995 0,892061 0,589 0,672043 0,586 H26/52 Cell division cycle 42 (GTP-binding protein, 25kD) L10844
1980 1,034 0,963391 0,528 0,780031 0,579 H26/26 Cellular retinoic acid-binding protein 2 M97815
3122 0,81 0,992063 0,621 1,322751 0,262 H17/36 Cellular retinol-binding protein M11433
1741 1,312 0,530786 1,347 0,851064 0,864 H10/6 Cerebellar degeneration-related protein (62kD) M63256
2325 1,538 0,593472 0,299 0,869565 1,3 H5/11 CEREBELLIN 1 PRECURSOR M58583
1918 2,444 0,702741 0,127 0,388954 1,552 H9/30 Chloride channel 4 X77197
1853 0,244 1,686341 1,264 2,252252 1,608 H1/47 Chloride channel 5 X91906
2263 0,805 3,891051 0,748 0,468165 1,062 H3/45 Cholesteryl ester transfer protein, plasma M30185
2081 0,117 1,386963 0,405 1,006036 0,287 H2/37 Chromosome 22q13 BAC Clone CIT987SK-384D8 co U62317
1962 0,119 2,739726 0,773 1,582278 0,285 H26/6 Chromosome condensation 1 X12654
1772 1,21 1,261034 0,345 1,234568 0,735 H10/49 Ciliary neurotrophic factor S72921

58 0,175 0,882613 0,327 1,838235 0,133 H48/66 Clathrin light chain A M20471
2370 0,707 0,481232 0,378 2,86533 0,733 H5/59 Clathrin-associated/assembly/adaptor protein, large, bM34175
2070 0,126 2,557545 0,89 2,325581 0,131 H2/25 Coagulation factor V M16967
1514 0,505 0,426439 0,945 0,8 0,912 H55/17 COAGULATION FACTOR X PRECURSOR L29433

8 1,294 0,783085 0,707 0,853242 0,679 H48/10 Coagulation factor XII (Hageman factor) M31315
1701 0,182 2,666667 0,516 1,73913 0,261 H12/59 COATOMER BETA' SUBUNIT X70476
2160 1,026 1,034126 0,977 2,03252 0,986 H4/24 Collagen, type IV, alpha 2 M59217
2136 1,075 1,459854 0,907 0,59988 1,29 H2/96 Collagen, type IV, alpha 6 D21337
1847 0,862 1,108647 0,042 0,987167 1,092 H1/41 Collagen, type IX, alpha 2 M95610
2141 0,132 8,196721 0,326 0,66313 0,996 H4/5 Collapsin response mediator protein 1 D78012
1608 0,873 0,637755 1,433 0,291971 1,22 H11/27 COMPLEMENT C3 PRECURSOR K02765
2478 0,176 1,41844 0,275 3,205128 0,983 H6/87 Complement component 7 J03507
2084 0,99 2,932551 0,519 0,417188 0,736 H2/40 Complement component C2 L09708
2513 0,797 0,668896 0,39 1,77305 0,725 H7/27 Complement component C5 M57729
2257 0,348 0,851064 0,391 2,915452 0,161 H3/39 Complement component C8 gamma subunit U08198
1344 1,107 0,859845 0,88 0,68306 0,82 H54/4 Core-binding factor, beta subunit L20298
2242 0,138 1,259446 0,213 3,690037 0,585 H3/22 CORTICOTROPIN RELEASING FACTOR RECEPTOL23333
2222 0,462 0,744048 0,523 4,901961 0,558 H4/96 Cut (Drosophila)-like 1 (CCAAT displacement protein) M74099
1435 1,113 0,615385 2,113 0,634115 1,296 H56/27 Cyclic nucleotide gated channel (photoreceptor), cGM S42457
673 0,985 0,838926 1,111 0,62383 0,503 H19X/37 Cyclin E M74093

2654 0,485 1,650165 0,55 0,668896 0,537 H15/34 Cyclin-dependent kinase inhibitor 2A (melanoma, p16,U26727
2168 1,132 1,026694 0,492 1,164144 2,499 H4/33 Cysteine dioxygenase, type 1 Z31357
2186 0,948 0,944287 3,816 0,971817 1,637 H4/52 CYSTEINE-RICH PROTEIN M33146
2299 3,028 1,987667 0,354862 0,400577 1,468 0,611621 3,962 1,712381 H3/81 Cysteinyl-tRNA synthetase L06845
2368 0,504 1,206273 0,943 0,166917 1,105 H5/57 Cystic fibrosis conductance regulator M55131
1903 1,225 0,846024 0,775 1,285347 0,716 H9/8 Cytidine deaminase L27943
2688 1,136 0,634921 0,789904 0,663 0,37594 0,815 H15/88 CYTOCHROME C OXIDASE POLYPEPTIDE VIC PR X13238

84 1,574 1,6 1,637436 0,637 1,043841 0,724 H48/93 Cytochrome c oxidase subunit VIIb Z14244
2414 0,295 1,666667 0,486 1,308901 1,193 H6/13 Cytochrome c oxidase VIIc subunit X16560
1357 1,06 0,604595 0,442 0,618429 1,885 H54/20 Cytochrome P450 IB1 (dioxin-inducible) U03688
1362 1 0,508647 0,518 2,277904 1,643 H54/27 CYTOCHROME P450 IVB1 X16699
1669 0,176 1,392758 1,098 0,724113 1,363 H12/16 Cytochrome P450, subfamily I (aromatic compound-in K03191
2473 0,239 1,010101 0,313 0,302939 0,804 H6/81 Cytochrome P450, subfamily IIC (mephenytoin 4-hydroM61853
2577 0,946 1,106195 0,283 1,228501 1,459 H13/5 Cytochrome P450, subfamily IIJ (arachidonic acid epo U37143
2239 0,723 1,088139 0,872 0,951475 1,348 H3/19 Cytochrome P450, subfamily XIA (cholesterol side chaM14565
1818 0,25 0,609013 0,476 0,90009 0,314 H1/9 Cytoplasmic protein-tyrosine kinase Bmx AF045459
2524 1,022 1,101322 1,201 1,17096 0,468 H7/38 Damage-specific DNA binding protein 1 (127 kD) U32986
1937 1,073 1,432665 0,398 4,405286 1,348 H9/58 Damage-specific DNA binding protein 2 (48 kD) U18300
390 1,296 22,22222 0,392 2,583979 0,383 H46/60 D-amino-acid oxidase X13227

2317 0,073 0,918274 0,482 1,897533 1,67 H5/3 Decay accelerating factor for complement (CD55, Cro M30142
2595 0,692 0,719424 1,251 0,853242 0,715 H13/33 Decorin M14219
1970 0,957 1,315789 1,246214 0,531 0,473037 1,756 H26/14 DEFENDER AGAINST CELL DEATH 1 D15057

74 0,184 0,923361 1,096742 0,651 0,419287 0,551 H48/83 DEOXYRIBONUCLEASE I PRECURSOR M55983
1758 0,36 1,153403 0,593 6,849315 1,652 H10/30 Desmoglein 2 Z26317
2525 0,684 3,257329 1,095 3,215434 1,592 H7/39 Diacylglycerol kinase, alpha (80kD) X62535

61 0,705 0,844595 0,695 0,70922 1,263 H48/69 Dihydrofolate reductase J00140
1709 0,37 2,178649 0,568 0,825764 1,446 H12/68 Dihydrolipoamide dehydrogenase (E3 component of p L13761
630 0,273 1,015228 0,809 1,081081 0,135 H42/87 Dihydrolipoamide S-acetyltransferase (E2 component U82328

2632 0,579 0,718907 0,618 0,547645 0,312 H13/94 DIHYDROPRYRIDINE-SENSITIVE L-TYPE, SKELETAL07738
1848 1,148 1,644737 0,655 0,74184 0,48 H1/42 Dihydropyrimidine dehydrogenase U20938

Spotlabel

Median of R

1919H 
felnőtt 

tumor/újs
zülött 
tumor Median of R

1919H 
újszülött 
tumor/újs

zülött 
áttét (3/4) Median of R

3.1 pool 
sejtkultúr
a/felnőtt  
tumor 
(1/2) Median of R

3.1 pool 
felnőtt 

tumor/újs
zülött 
tumor Median of R

3.1 pool 
újszülött 
tumor/újs

zülött 
áttét (3/4)

Plate 
code Clone name Accesion 

No.

2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63  DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63  DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63  DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
2102 0,054 0,899281 1,057 0,528541 2,258 H2/59 Calcitonin-related polypeptide, beta X02404
2384 0,557 0,632511 0,386 0,346981 0,963 H5/74 Calcium-sensing receptor (hypocalciuric hypercalcemi U20760
2393 0,43 0,674764 0,317 0,354233 0,597 H5/83 Caldesmon M83216
1536 0,974 1,108647 0,526 0,358423 0,981 H55/42 Calnexin L10284
2204 0,991 0,704 1,424501 0,395 0,091458 0,929 H4/73 Calpain, small polypeptide X04106
1614 0,736 5,076142 0,68 0,957854 0,781 H11/38 Calpastatin D16217

690 0,501 0,845309 0,381 3,875969 0,216 H19X/58 Cannabinoid receptor 1 (brain) U73304
2192 0,162 1,392758 1,118 0,313676 0,686 H4/59 Carbonic anhydrase II J03037
1636 1,284 1,215067 0,491 1,642036 0,812 H11/69 CARBONIC ANHYDRASE III M29458
1704 0,866 0,533333 0,881 1,086957 1 H12/63 Carboxyl ester lipase (bile salt-stimulated lipase) M54994
2563 0,288 1,373626 0,872 1,129944 1,579 H7/81 Carboxypeptidase A3 (mast cell) M73720
1646 0,064 1,290323 0,787 0,932836 1,286 H11/83 Carboxypeptidase M J04970
1720 1,025 0,971817 0,724 0,379075 0,542 H12/79 Carnitine acetyltransferase X78706
2375 0,449 1,277139 0,936 0,986193 0,385 H5/64 Cartilage linking protein 1 U43328
2361 0,746 2,364066 0,943 0,423549 0,254 H5/49 Cartilage matrix protein M55683
1675 0,92 1,324503 1,115 0,733138 0,265 H12/25 Casein, alpha S1 X78416
2066 0,725 3,436426 0,626 3,649635 0,053 H2/20 Cathepsin G M16117
2489 0,677 0,816993 0,478 3,802281 0,566 H7/3 CCAAT BOX-BINDING TRANSCRIPTION FACTOR 1X12492

Spotlabel

Median of R

1919H 
felnőtt 

tumor/újs
zülött 
tumor Median of R

1919H 
újszülött 
tumor/újs

zülött 
áttét (3/4) Median of R

3.1 pool 
sejtkultúr
a/felnőtt  
tumor 
(1/2) Median of R

3.1 pool 
felnőtt 

tumor/újs
zülött 
tumor Median of R

3.1 pool 
újszülött 
tumor/újs

zülött 
áttét (3/4)

Plate 
code Clone name Accesion 

No.

2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1,143 1,022495 0,962738 0,828 0,419287 0,066 H12/46 Bone morphogenetic protein 4 M22490
2052 0,53 1,340483 0,775 2,985075 2,189 H2/4 Bone morphogenetic protein 7 (osteogenic protein 1) X51801

674 0,439 1,267427 0,658 0,348432 2,166 H19X/38 Bone morphogenetic protein receptor, type IB U89326
1460 0,822 1,845018 0,89 0,729395 0,492 H56/55 Bradykinin receptor B1 U48231
1557 1,202 0,898473 0,411 1,937984 0,836 H55/66 BRAIN NEURON CYTOPLASMIC PROTEIN 1 M98528

635 0,627 0,95511 1,39 1,090513 1,457 H42/92 Brain-derived neurotrophic factor M61176
1481 0,203 0,865052 0,755 33,33333 0,932 H56/76 Branched chain keto acid dehydrogenase E1, alpha poZ14093
2407 0,845 1 0,857 1,040583 0,855 H6/4 Breast cancer 1, early onset L78833
2567 0,319 0,615385 0,658 0,379219 0,739 H7/85 Butyrylcholinesterase M16541
1537 0,08 0,843882 0,644 30,30303 1,14 H55/44 Cadherin 11 (OB-cadherin) D21255
1600 0,797 1,801802 0,523 0,84246 0,464 H11/18 Calbindin 2, (29kD, calretinin) X56667
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2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63   DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0,211 1,636661 0,977 0,535332 0,911 H12/38 ATPase, Cu++ transporting, alpha polypeptide (MenkeL06133
2550 0,878 0,815661 0,172 0,745156 0,869 H7/65 ATPase, Cu++ transporting, beta polypeptide (Wilson U11700
2435 0,943 0,919963 0,645 3,875969 0,964 H6/40 ATPase, H+ transporting, lysosomal (vacuolar proton pM25809
2474 1,235 1,533742 1,084 1,27551 1,642 H6/82 AUTOANTIGEN PM-SCL X66113
2523 1,213 1,302083 0,904 0,615006 0,457 H7/37 Autosomal dominant polycystic kidney disease type II U50928
2497 0,793 1,333333 0,284 0,494315 2,818 H7/11 B94 PROTEIN M92357

19 0,801 1,72117 0,934 0,356252 0,449 H48/22 Bactericidal/permeability-increasing protein J04739
1966 1,323 1,089325 1,179 2,331002 1,286 H26/10 B-cell translocation gene 1, anti-proliferative X61123
2318 0,858 0,613667 1,265823 1,410794 1,046 0,356252 1,091 H5/4 BETA-3 ADRENERGIC RECEPTOR X70811

414 0,922 0,668896 0,961 1,574803 1,278 H46/88 BETA-CENTRACTIN X82207
2515 2,119 0,730994 0,882 1,127396 0,728 H7/29 BINDING REGULATORY FACTOR X85786
1690 1 143 1 022495 0 962738 0 828 0 419287 0 066 H12/46 B h ti t i 4 M22490
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No.

2897 1,024 0,967118 0,471 1,445087 1,311 HUL34/63  DOUBLE!   Homo sapiens, adenylyl cyclase-assocBC017196 
2536 0,677 1,169591 0,602 0,758725 0,801 H7/50 15-HYDROXYPROSTAGLANDIN DEHYDROGENASEL76465
1974 1,622 0,695894 0,705173 0,888 0,987792 0,426985 0,731487 2,407 1,168571 H26/19 40S RIBOSOMAL PROTEIN S8 X67247
1661 0,073 2,409639 0,745 13,15789 1,247 H12/7 4-hydroxyphenylpyruvate dioxygenase D31628
3415 0,748 0,915751 1,084 0,538793 0,864 H8/85 5' nucleotidase (CD73) X55740
1395 3,231 1,246883 1,599712 0,753 0,661813 1,507 H54/68 5,6-DIHYDROXYINDOLE-2-CARBOXYLIC ACID OXIDX51420
2248 0,659 1,132503 0,718 1,184834 0,914 H3/28 5-hydroxytryptamine (serotonin) receptor 3 D49394
2636 1,582 1,292 0,898473 1,000901 0,597 0,691083 3,937008 0,625 H15/4 60S RIBOSOMAL PROTEIN L13A X56932
1438 1,595 0,976563 1,040262 0,898 0,968153 0,442087 0,927244 1,117 H56/30 60S RIBOSOMAL PROTEIN L23A U37230
1364 1,617 0,978333 1,096491 1,225593 0,959 0,936837 0,614628 1,533 0,772857 H54/29 60S RIBOSOMAL PROTEIN L38 Z26876
1253 1,657 1,208667 0,890472 0,892369 0,795 0,987792 0,325733 2,857 1,325238 H45/6 60S RIBOSOMAL PROTEIN L41 Z12962

15 0,612 1,344086 0,933 0,753012 0,676 H48/18 65 KD YES-ASSOCIATED PROTEIN X80507
2622 0,201 0,877193 0,268 3,355705 0,782 H13/77 ACETYLCHOLINESTERASE PRECURSOR M55040
2003 0,618 0,891266 1,01 0,707714 0,785 H26/49 Acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl CD10511

377 1,113 0,4995 0,606938 0,759 0,650618 2,063 H46/46 Acid finger protein ZNF173 U09825
2578 0,469 1,883239 0,697 1,477105 0,182 H13/6 Acid phosphatase 2, lysosomal X15525
1845 1,001 2,380952 1,029 0,56243 1,285 H1/38 Aconitase 2, mitochondrial U80040

713 0,495 1,02145 1,42 0,992063 0,821 H19X/86 Activated leucocyte cell adhesion molecule Y10183
2054 0,296 4,878049 0,639 1,980198 0,776 H2/6 ACTIVATOR 1 36 KD SUBUNIT L07540

708 1,299 2,061856 1,187 0,707214 1,804 0,919286 H19X/81 Acyl-coA dehydrogenase U12778
3293 0,164 5,952381 0,626 5,050505 1,351 H8/36 Acyl-Coenzyme A dehydrogenase, C-4 to C-12 straighM91432
2175 0,41 0,77101 0,785 0,688231 1,273 H4/40 Acyl-Coenzyme A dehydrogenase, long chain M74096
2618 0,258 1,818182 0,426 16,39344 0,635 H13/72 Adducin 3 (gamma) D67031

617 1,666 1,186333 0,951475 1,19206 1,352 0,318878 2,075 1,12381 H42/74 Adenine nucleotide translocator 2 (fibroblast) J02683
2599 1,468 1,092896 0,624 0,672043 0,89 H13/38 Adenomatosis polyposis coli M73548
1856 0,517 1,169591 0,5 1,821494 0,499 H1/50 Adenosine A2b receptor X68487
2301 0,535 0,915751 0,731 0,97371 0,611 H3/83 Adenosine kinase U50196
1849 0,424 0,84317 0,46 3,921569 1,457 H1/43 ADENYLATE CYCLASE, TYPE II L21993
1354 1,854 0,367647 0,996 0,739098 2,009 0,863333 H54/17 ADP,ATP CARRIER PROTEIN, HEART/SKELETAL MJ02966

54 0,113 1,072961 0,867 2,155172 0,033 H48/62 AF-9 PROTEIN L13744
1663 0,73 1,605136 0,924 1,449275 0,582 H12/9 Afamin L32140
1882 0,74 0,974659 0,808294 0,453 1,375516 0,064 H1/79 Agammaglobulinaemia protein-tyrosine kinase atk U78027
2075 1,549 2,283105 0,955 0,859845 1,229 H2/30 A-KINASE ANCHOR PROTEIN 79 M90359
2251 1,515 0,83612 0,537 1,239157 0,05 H3/31 Alanine-glyoxylate aminotransferase (oxalosis I; hyper X53414
1832 0,566 1,273885 0,443 3,378378 0,572 H1/25 Alcohol dehydrogenase 1 (class I), alpha polypeptide M12963
2337 0,415 3,571429 0,305 3,521127 0,424 H5/23 Alcohol dehydrogenase 2 (class I), beta polypeptide X03350
1403 0,983 0,822368 1,544 0,81367 0,959 H54/76 Aldehyde dehydrogenase 10 (fatty aldehyde dehydrog U46689
1252 1,649 0,976563 0,956 1,675042 0,783 H45/5 Aldehyde dehydrogenase 6 U07919
3389 0,112 1,845018 0,771 21,2766 0,934 H8/74 Alkaline phosphatase, placental (Regan isozyme) M14170
1490 0,397 2,150538 0,831 0,627746 0,11 H56/86 Alpha mannosidase II isozyme L28821
1499 0,89 1,328021 1,122 0,902527 1,1 H56/96 Alpha-1 type XVI collagen M92642
1665 0,25 0,467508 0,85 0,354736 0,605 H12/11 ALPHA-1B ADRENERGIC RECEPTOR U03865
2065 0,16 7,194245 0,683 0,953289 0,214 H2/19 ALPHA-2C-1 ADRENERGIC RECEPTOR J03853
1596 0,44 0,942507 0,609 1,089325 0,866 H11/13 Alpha-2-plasmin inhibitor (alpha-2-PI) M20786
1789 0,176 1,757469 0,668 1,779359 0,248 H10/70 Amino acid transporter, cationic 2 U76368
1867 0,617 1,246883 0,516 1,715266 1,078 H1/62 Aminolevulinate, delta-, dehydratase M13928

700 0,73 2,739726 1,198 0,852515 0,881 H19X/71 Amylo-1,6-glucosidase, 4-alpha-glucanotransferase (gU84010
2051 0,834 0,903342 0,904 0,530504 0,839 H2/3 Androgen receptor (dihydrotestosterone receptor; testiM23263
2394 0,551 1,680672 0,199 2,164502 2,241 H5/84 Ankyrin 1, erythrocytic X16609

615 2,554 1,112347 0,499 0,721501 0,989 H42/72 ANNEXIN XIII Z11502
2655 0,836 0,782473 0,601 0,994036 0,916 H15/36 APOLIPOPROTEIN A-I PRECURSOR X02162
2079 1,298 0,924214 4,946 0,81103 0,631 H2/34 Apolipoprotein A-II X04898
2673 1,049 0,796178 0,379 1,834862 0,868 H15/66 Apolipoprotein B mRNA editing enzyme, catalytic polypAB009426
1822 1,475 0,58072 0,25 0,492126 1,451 H1/13 Apolipoprotein E M12529
1751 0,322 1,138952 0,417 0,884956 1,588 H10/22 Apoptosis (APO-1) antigen 1 X63717
1943 1,24 0,870322 0,692 1,116071 0,512 H9/73 Aquaporin 4 D63412
1771 0,788 1,257862 0,502 0,807103 0,697 H10/48 Arachidonate 12-lipoxygenase M62982
2581 1,615 0,240848 0,68 0,424088 0,772 H13/11 Arachidonate 5-lipoxygenase J03600

17 1,675 0,55991 0,829 0,518941 1,95 H48/20 Arginase, liver X12662
2660 0,465 1,132503 0,809 0,475285 0,268 H15/47 Arginase, type II (non-hepatic) U82256
1819 1,298 0,517331 0,895 0,823045 0,928 H1/10 Arginine vasopressin receptor 1 (AVPR1) L25615

75 0,539 0,745712 0,39 0,825764 0,787 H48/84 Aryl hydrocarbon receptor nuclear translocator M69238
1713 0,329 1,672241 0,981 1,012146 0,974 H12/72 Arylacetamide deacetylase (esterase) L32179
2568 0,733 1,912046 0,871 0,584795 0,58 H7/86 Arylsulfatase A X52151
1436 0,68 1,092896 0,728 0,704225 0,945 H56/28 Arylsulfatase B M32373
2342 0,208 6,451613 0,375 2,915452 0,768 H5/28 Asialoglycoprotein receptor 2 M11025
1929 1,177 0,84 1,01833 1,203684 0,588 0,393856 0,570863 1,519 0,937857 H9/43 ASPARTYL-TRNA SYNTHETASE J05032

27 1,186 1,724138 0,553 1,109878 1,65 H48/30 Ataxia telangiectasia mutated (includes complementat U82828
26 0,292 3,472222 0,897 1,605136 0,706 H48/29 Ataxin 1 X79204

2148 1,481 1,192333 0,996016 0,511 1,398601 0,477 H4/12 ATP synthase, H+ transporting, mitochondrial F1 compX83218
2249 0,172 2,004008 0,684 5,464481 1,662 H3/29 ATPase, Ca++ transporting, cardiac muscle, fast twitc U96781
2439 0,806 2,849003 0,756 1,29199 0,801 H6/44 ATPase, Ca++ transporting, plasma membrane 4 M83363
1685 0 211 1 636661 0 977 0 535332 0 911 H12/38 ATPase Cu++ transporting alpha polypeptide (MenkeL06133
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translationally controlled tumor prot. AJ504884
pol len coat prote in AJ504885/AJ504757
early transcription factor small subu.
glutathione reductase AJ504702
glycine-rich RNA-binding prot.
chloroplast prote in-translocon-like  AJ504706
rod photoreceptor transducin a1 AJ504940
unknown protein 
bZIP prote in AJ504990
putative protein AJ504931
6-phospho-beta-glucosidase AJ504735/AJ504737
Protein kinase byr2 AJ504886/AJ504901
amino acid transporter-like prot. AJ504942
EST

cytosolic cyclophilin AJ504887
fructose 1,6-bisphosphate aldolase AJ504736/AJ504871
sim. to light-induced protein AJ504762
serine/threonine  prot. phosphatase AJ504761/AJ504881
ribosomal  protein YL16 AJ504882
60S ribosomal protein  AJ504870
putative leukotriene-A4 hydrolase
EST
unknown protein AJ504768
nodulin-like protein AJ504701
MAP kinase-like  protein AJ504742/AJ504883
putative protein AJ504968
Putative serine/threonine kinase AJ504880
auxin-repressed protein AJ504879
putative dehydrin 
EST 
cysteine protease  AJ504704
chaperonin 60 alpha subunit AJ504860
farnesylated protein AJ504705
ribosomal  prot. L44 isoform AJ504862
cysteine protease  inhibitor AJ504859
putative protein AJ504938
dehydrin AJ504866
disulfite  isomerase
metallothionein-like protein AJ504878
endo-xyloglucan transferase AJ504876
alcohol dehydrogenase AJ504903
adenosine  triphosphatase AJ504936
Chaperonin (hsp60 gene) AJ504961
putative aminopeptidase  
hypothetical protein
major allergen Mal d 1 AJ504707
thaumatin-like protein AJ504926/AJ504927
glucan endo-beta-1,3-glucosidase
hypothetical protein AJ504782/AJ504984
beta-galactosidase 3'-fragment AJ504849
hypotheticall protein AJ504779
Pbs 23kDa PSII AJ504992
abscisic stress ripening protein AJ504868
EST
hypothetical protein
Ca2+-transporting ATPase AJ504695
lipoxigenase
EST
beta-D-galactosidase 3'
O -methyltransferase AJ504856
beta galactosidase 
hsp80
sulfate transporter protein AJ504708
polyphenol oxidase AJ504916
hsp70
ACC oxidase AJ504864
methionine sulfoxide reductase AJ504694
EST
thaumatin-like protein AJ504925
thaumatin-like protein 5' AJ504928
endochitinase III AJ504854
endo-chitinase class II AJ504853
proteinase  inhibitor se60-like prot. AJ504693
soluble NSF attachment protein AJ504709
poly(1,4-a-D-galacturonide) hydrol. AJ504907/AJ504855
galactokinase like prote in AJ504965
pyroline-5-carboxylate synth. AJ504700
putative RING zinc finger protein AJ504869
abscisic stress ripening protein 
oxidoreductase AJ504904
major allergen Pyrc1 AJ504858
b-alanine-pyruvate aminotransfer. AJ504947
abscisic stress ripening-like prot. AJ504852
capsanthin/capsorubin synthase AJ504699
expansin
early light-induced protein AJ504872
putative protein AJ504769
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DNA-chip Laboratory, BRC, Szeged
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Real-time quantitative PCR



SZBK, SZTE, DABIC Kht.

Gének

Ontológiák

Állapotok

Gének

ÁllapotokFunkci

 

onális
csoportok

Funkcionális

 

Állapotok

 

csoportok

Funkcionáliscsoport-

 
ontológia

Génontológia

Adatbáziskutatás, 
adatbányászás



Genomikai
 

kutatások a 
Gyógyszerkutatásban, -fejlesztésben

Felfedezés (Discovery)
Optimalizáció

 
(Optimization)
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Felfedezés (Discovery)
1.

 
Target
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Génexpressziós
 

változások
 

Ac915-tel 
kezelt

 
KO-egér

 
májkarcinómában

Tumorigenesis:

 

DEN, 15 naposan

 egyszeri

 

50 ul‐es kezelés, 4 hónap

 normál táp

Kezeletlen

 

kontroll

Tumor
izolálás

Egészséges 
szövet

 

izolálás

Egészséges 
szövet

 

izolálás

Kezeletlen

Ac915 kezelés:



Funkcionális elemzés
Ac‐915 tumor / induced

 

tumor

•DAVID bioinformatics
•WEB alapú

 
rendszer

•Input: gén lista
•Funkcionális “csoportok”

 
(GO terms, 

pathways, tissue expression pattern etc.)
•Géncsoportosítás azonos funkció

 
szerint

•Szingnifikancia
 

analízis, p‐value



Új módszerek
 

fejlesztések,
 

lehetőségek



Genomikai
 

kutatások eszközei

SOLID/454valós-idejű
 

PCR

DNS-chipek,
microarrayek Új generációs szekvenátorok



3.072 reakciótér
48x64 almátrix

Nanokapilláris
 

valós-idejű
 

PCR



A normalizált génexpressziós
 

értekeket
 

hierarchikus klaszterezési eljárásnak vetettük alá. 
A referencia-minták közös klaszterben mutatkoztak, amely hasonló

 

hatásmechanizmusra utal

480 vizsgált, citotoxikus
 

anyag szűrése toxikológiai panelen 

480 minta (52 gén/minta) 10 lemezen: 
1 koncentrációban (EC10) 1 időpontban (24 h) máj sejteken
Összesen 24.960 QRT-PCR

Kooperáció: MTA SZBK, Comgenex

 

zRT., Targetex

 

Kft.

Vass L, et al. (2009) Toxicogenomics

 

screening of small molecules using high-density, nanocapillary

 

real-time PCR. Int

 

J Mol Med.23:65-74. 



REFERENCE:
Heart

 

and liver

 

toxicity

 

of doxorubicine, sulfasalazine;
liver

 

and kidney

 

toxicity

 

of aniline, rotenone, ID9637; 
safety

 

of Ac929 and Q50 was

 

confirmed

 

with

 

the
Avidin’s

 

Toxicogenomics

 

screening

 

platform

Protocol
 

for
 

toxicogenomics
 

screening

www.avidinbiotech.com

3+3 x4 samples
2 compounds/plate
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compounds
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-1.35 -0.24 -3.34 -2.06 -0.57 -0.80 -0.87 -2.49 0.00 -1.19 -3.09 -2.86 -0.82 -1.77 -1.50 -1.90 -0.05 -1.49 0.10 -2.16 -0.39 -0.99 -0.26 -1.14 0.01 -0.96 0.65 -1.01
-0.49 -2.14 -1.62 -2.70 -0.86 -0.74 -1.08 -2.47 -0.23 -1.18 -2.25 -2.39 -1.12 -3.19 -0.38 nd -0.53 -1.61 0.54 -1.95 -0.66 -1.42 0.41 -1.41 -0.31 -0.26 0.21 -0.76

-0.20 -0.53 0.59 0.10 0.51 nd 0.00 0.37 0.05 1.13 1.12 1.12 1.01 2.16
-0.86 -1.06 -4.68 -1.32 -1.06 -1.16 -1.65 -2.52 -0.40 -1.26 -2.83 -2.56 -0.70 -1.35 -1.00 -1.22 -0.30 -1.27 -0.54 -1.36 -0.46 -0.94 -0.70 -0.58 -0.91 -1.08 -0.43 -0.74
-0.89 0.08 -4.34 -2.25 -0.72 -0.58 -1.07 -2.62 -0.39 -1.13 -2.27 -2.40 -0.92 -1.35 -0.90 -1.30 -0.59 -1.19 0.35 -0.94 -0.20 -0.70 0.00 -0.73 -0.71 -0.97 0.00 -0.96
-3.04 0.01 -1.36 -1.70 -0.85 -1.75 -0.71 0.79 0.40 1.48 -0.80 -0.87 0.12 -0.16
-1.70 -0.72 -0.61 0.75 0.48 -1.01 -0.10 nd 0.50 -1.08 -0.46 -1.14 -0.18 0.28
-0.24 -0.04 -3.35 -1.76 -0.85 -1.35 0.33 -2.82 -0.43 -1.15 -0.31 -2.18 -0.91 -2.51 -0.44 0.36 -0.38 -2.07 0.20 -2.12 -0.33 -1.59 0.17 -1.09 -0.64 -0.79 0.16 -1.73
-0.53 -0.40 -4.01 -1.47 -0.51 -0.75 -1.51 -2.54 0.08 -0.89 -2.56 -2.91 -0.28 -1.08 -0.61 -1.67 -0.09 -0.54 -0.06 -1.31 -0.17 -0.89 0.27 -0.53 -0.46 -0.65 0.26 -0.88

0.34 -0.14 -0.82 2.32 nd -0.34 -0.67
-0.85 -2.57 -1.75 0.06 -1.87 -1.73 0.16 -1.77 -2.22 -0.15 0.06 -0.63 -0.25 -0.20 -0.30 -0.03 0.39 -0.09 -0.22 0.12 0.16
-0.12 0.13 -3.61 -0.10 0.24 -0.50 -1.44 -1.58 -0.05 -0.72 -2.26 -2.40 -0.28 -0.98 -0.28 -0.67 -0.18 -0.72 -0.14 -0.04 0.26 0.18 -0.28 -0.02 -0.16 -0.13 -0.67 -0.03
-0.82 -0.20 -2.05 -0.95 0.56 0.06 -2.29 -2.23 -0.12 -0.30 nd -2.49 -0.25 -0.04 -0.34 0.62 -0.17 -0.55 0.37 0.68 0.47 -0.60 -0.16 -0.18 -0.20 -0.41 -0.15 -0.95
-1.95 0.90 -2.39 0.55 -0.71 0.93 0.05 -0.88 0.14 1.55 0.19 -2.23 1.15 0.96 0.24 2.42 0.50 1.01 0.30 0.34 -0.17 0.49 0.70 0.09 0.40 0.15 0.12 -0.73
-0.16 -0.51 nd -0.79 -0.10 0.02 -0.37 -0.52 0.84 0.46 -2.13 -1.74 0.60 0.71 0.41 nd 0.11 0.76 1.28 -0.54 0.07 0.70 0.62 0.36 0.70 1.10 0.86 1.46
-2.44 -3.29 -2.53 -1.78 -1.97 -0.57 -3.46 1.69 -1.62 -1.43 -2.38 -1.83 -1.75 -1.53
-0.13 -1.68 -0.24 -0.43 -0.37 -1.13 0.22 -0.90 -0.98 -0.34 -0.10 4.77 -0.39 0.42 -0.27 -0.26 0.49 -0.62 -0.23 0.75 -1.06
-1.92 2.39 -2.36 -0.45 0.18 0.52 -2.13 -0.29 0.46 0.37 -3.22 -2.28 1.25 1.42 -0.45 nd 0.77 0.55 0.02 -0.77 -0.06 0.62 0.55 0.27 0.70 0.47 -0.84 0.85
-0.12 -1.16 -3.44 0.15 0.41 -0.74 -1.26 -1.26 0.48 -1.26 0.65 -0.64 -0.07 -1.15 -0.77 nd -0.21 -0.99 -0.34 -0.30 0.07 -1.21 -0.08 -0.25 -0.10 -0.42 -0.47 -0.75

nd -0.27 -0.10 0.17 0.22 -0.43 -1.00
-0.44 -1.44 -3.48 -2.89 -0.69 -0.96 -1.27 -2.03 0.48 -0.95 -2.63 -2.59 0.16 -1.27 -0.99 -1.80 -0.10 -0.59 0.62 -1.08 -0.45 -0.52 0.68 -1.21 0.10 -0.70 0.62 -1.17
0.99 -0.14 -1.44 0.18 -1.01 -0.82 1.06 -1.02 -0.57 -0.10 -1.34 -0.05 -0.02 -1.06 -0.93 0.59 -0.79 -0.03 0.50 -0.71 -0.26

-7.17 -2.82 -1.14 -0.78 0.79 -4.19 -1.75
-0.19 -0.96 -1.06 -0.82 -0.85 -0.70 -0.93

-3.38 -0.16 0.02 -0.49 -0.31 0.13 0.61
-1.46 -0.65 -1.79 -1.53 -0.36 -0.91 -1.37 -1.24 -1.76 -0.98 -0.14 nd -1.88 -1.11 nd 0.80 -1.14 0.35 -0.82 -0.35 -0.88
-0.40 -0.40 -3.06 -0.86 -0.20 -0.90 -1.19 -2.17 0.37 -1.14 -2.16 -2.68 0.10 -0.48 0.45 -0.71 -0.08 -0.59 0.33 -1.61 0.00 -0.56 -0.11 -0.21 -0.12 -0.27 0.45 -0.48
-3.19 -1.54 -4.83 -1.15 -1.81 -2.56 -0.07 -0.67 -2.53 -0.23 0.89 -2.21 -0.38 -0.53 -1.18 -1.76 -1.24 -1.43 -0.08 -0.39 -0.64
-0.24 0.54 nd -0.86 -0.51 -0.35 -0.97 -1.73 -0.44 -0.52 -2.72 -2.11 -1.23 -0.23 0.09 -0.54 -0.28 -0.56 -0.09 -0.67 -0.21 0.05 -0.21 0.14 -0.52 -0.65 0.20 0.32
-0.39 -0.87 -5.10 -1.91 0.39 -1.29 -1.37 -3.52 0.09 -1.66 -3.18 -2.53 -1.19 -2.06 -1.55 -1.28 0.26 -1.55 -0.67 -2.17 0.07 -0.76 -0.81 -1.19 0.05 -1.27 -0.13 -1.82
-0.17 0.25 -1.58 -0.50 -1.14 -0.15 -1.25 -1.32 -0.68 -1.14 -1.07 -0.98 -0.56 -0.66
0.43 0.05 -3.52 -1.05 0.35 -0.68 -1.85 -1.46 0.93 -0.10 -1.98 -1.19 -0.12 -0.52 -0.27 0.90 0.64 -0.47 0.51 -0.62 0.39 -0.05 -0.05 -0.09 0.42 -0.08 0.41 -0.45
-0.33 0.71 -1.22 0.20 0.13 -1.51 -1.38 -0.84 0.63 -1.62 -2.37 -1.85 -0.25 -0.01 -0.19 -0.04 0.14 -0.85 -0.23 -0.33 -0.09 -0.82 -0.11 0.33 0.50 -0.95 0.09 0.54
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50 mg/kg 

Control
 

gene: Mm02342430_g1  PPIA, cyclophilin
 

A
Liver
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SNP genotyping
 

applications

•Population Genetics
•Disease Associations
•PGx
•Genetic Identification

•Population Genetics
•Migratory Patterns
•Breeding

•Marker Assisted 
Breeding
•Transgenics QC/ 
Stewardship

•Marker Assisted 
Breeding
•Transgenics
•Trait mapping
•Human disease models

Human Salmon Corn Mouse

www.avidinbiotech.com



Clinical assessment 
incorporating a personal genome

ACTN3

 
p.R577X

Samule Eto’o: p.R577R



Korlátok, megoldások



transcription translation

Cell 
nucleus

Cytoplasm

Internal stimuliInternal stimuli

Transcriptional stimuliTranscriptional stimuli

ActivityActivity

DegradationDegradation

ModificationModificationDegradationDegradation

Secretion from cellSecretion from cell

Cell membrane

Flow of genetic informationFlow of genetic information

DNA-chip Laboratory, BRC, Szeged



Sejthálózatok és génhálózatok, kapcsolatok és jelek



Neuronok csoportosítása

Grouping and classifying electrophysiologically defined classes of neocortical neurons by single cell, whole-genome
expression profiling
Tatiana Subkhankulova, Kojiro Yano, Hugh P. C. Robinson and Frederick J. Livesey
MOLECULAR NEUROSCIENCE, 13 April 2010

Osztályozási szempontok lehetnek:

• a morfológia
• neurotranszmitterek
• néhány fehérje marker 
• elektrofiziológiai

 
jellemzők

• single
 

cell
 

RT-PCR

• globális génexpresszió
 

analízis



18 különböző

 

neuron klaszterezése
4 posztnatális

 

stádiumból



Nanokapilláris
 

QRT-PCR
 digitális expresszióvizsgálatra



1.
 

S18 ngf
 

-
 

43

2.
 

S18 p –
 

41

3.
 

S18 negative
 

-
 

1

7. X1 ngf
 

–
 

40

8. X1 p –
 

10

9. X1 negative
 

-
 

1

10. X2 ngf
 

–
 

40
11. X2 p -10
12. X2 negative

 
-

 
1

Digitális génexpresszió
 

analízis egy sejtből



Hagyományos
 

és chip adatok egy adott klinikai 
kórképre

Funkcionálsi

 

Genomika

 

Labor
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