Bioinformatic practical 7









Genome browser, Biomart
· Ensembl: http://www.ensembl.org
Task 1: Searching information about the gene of your protein using Ensembl genome browser
Find your gene in the human genome using the Ensembl database.
If you don’t find it, or there are too many hits, go to Uniprot and use the synonyms you found there to search on Ensembl.

Fill this table:
	Ensembl ID
	

	Genomic location, strand
	

	Genomic location: chromosome region (arm, nr.) (Location, Chromosome figure)
	

	Nr. of splice variants
	

	How many of these are coding proteins?
	

	How long is the longest and the shortest protein (in AA)?
	

	Genes up- and downstream from your gene  (1-1). (Region in detail) Save the image.
	

	What diseases and phenotypes can be connected to the gene? (max. 5) (Phenotypes)
	

	How many genes are in the gene family in human, chimp and mouse? Save the gain/loss image!
	

	Which chimp and mouse chromosomes are orthologous of the human chromosome on where your gene is located? Save images of the synteny.
	


Task 2: Searching information about the chromosome region using Ensembl BioMart
a) Set the BioMart Filter to that chromosome and region (arm, nr.) where your gene is located. (Filters, Region, Chromosome/scaffold and Karyotype band).
How many genes located in that chromosome region? (Count button)?
b) Set the following Attributes to these genes:

GENE: Gene stable ID, Gene Name
Phenotype or disease connected to these genes (EXTERNAL: MIM Morbid Description)
Save the result table (unique hits only).

Are there any disease that is specific to more different genes/proteins?
